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Amendments to the Claims 

Please amend Claims 27-38. Please add rew Claims 40-67. The Claim Listing below 
will replace all prior versions of the claims in the application; 

Claim Listing 

W5. (Canceled) 



16, (Withdrawn) A primer for distinguishing hetween rice varieties, wherein the primer is 

(a) an oligonucleotide for amplificatiun of a DN A region comprising a nucleotide in a 
position of any of the following (1 > to (28) in the rice genome, or a nucleotide in 
the complementary strand compob ng a base pair with the nucleotide at the 
position, or 

(b) an oligonucleotide comprising a nucleotide sequence complementary to a 
sequence covering up ro a nucleot: ie a4jacent to a position of any of the 
following (1) to (28) in the rice geuome, or a nucleotide in the complementary 
strand composing a base pair with lie nucleotide at the position: 

position 593 in the nucleotide sequence of SEQ ID NO: I, 
position 304 in the nucleotide sequence of SEQ ID NO: 2, 
position 450 in the nucleotide sequence of SEQ ID NO: 3, 
position 377 in the nucleotide sequence of SEQ ID NO: 4, 
position 163 in the nucleotide sequence of SEQ ID NO: 5, 
position 624 in the nucleotide sequence of SEQ ID NO: 6, 
position 534 in the nucleotide sequence of SEQ ID NO: 7, 
position 358 in the nucleoli ie sequence of SEQ ID NO: 8, 
position 475 in the nucleoti de sequence of SEQ ID NO: 9, 
position 323 in the nucleot; ie sequence of SEQ ID NO: 1 0, 
position 612 in the nucleot ie sequence of SEQ ID NO: 11, 
position 765 in the nucleot: Ie sequence of SEQ ID NO: J 2, 
position 571 in the nucleoti ie sequence of SEQ ID NO: 13, 



(1) 

(2) 

(3) 

(4) 

(5) 

(6) 

(7) 

(8) 

(9) 

(10) 

(11) 

(12) 

(13) 
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(14) position 660 in the nucleoi de sequence of SEQ ID NO: 14, 

(15) position 223 in the nucleoi de sequence of SEQ ID NO: 1 5, 

(16) position 247 in the nucleorde sequence of SEQ ID NO: 16, 

(17) position 163 in the nucleotide sequence of SEQ ID NO: 17, 

(1 8) position 42 1 in the nucleoi de sequence of SEQ ID NO: 1 8, 

(19) position 178 in the nucleotide sequence of SEQ ID NO: 19, 

(20) position 14 1 in the nucleotide sequence of SEQ ID NO: 20, 

(21) position 480 in the nucleotide sequence of SEQ ID NO: 21, 

(22 ) position 48 1 in the nucleotide sequence of SEQ ID NO: 22, 

(23) position 13 1 in the nucleotide sequence of SEQ ID NO: 23, 

(24) position 5 1 0 in the nucleotide sequence of SEQ ID NO: 24, 

(25) position 248 in the nucleotide sequence of SEQ ID NO: 25, 

(26) position 92 in the nucleotide sequence of SEQ ID NO; 26, 

(27) position 743 in the nucleotide sequence of SEQ ID NO: 27 7 and 

(28) position 552 in the nucleotide sequence of SEQ ID NO: 28. 

1 7. (Withdrawn) An oligonucleotide for distin guishing between rice varieties, wherein the 
oligonucleotide hybridizes with a DNA re jion comprising a nucleotide in a position of 
any of the following (I) to (28), or a nucleotide in the complementary strand composing a 

base pair with the nucleotide at the position, comprising at least 15 nucleotides: 

(1) position 593 in the nucleotide sequence of SEQ ID NO; 1, 

(2) position 304 in the nucleotide sequence of SEQ ID NO: 2, 

(3) position 450 in the nucleotide sequence of SEQ ID NO: 3, 

(4) position 377 in the nucleotide sequence of SEQ ID NO: 4, 

(5) position 163 in the nucleotide sequence of SEQ ID NO: 5, 

(6) position 624 in the nucleotide sequence of SEQ ID NO: 6, 

(7) position 534 in the nucleotide sequence of SEQ ID NO: 7, 

(8) position 358 in the nucleotide sequence of SEQ ID NO: 8, 

(9) position 475 in ihe nucleotide sequence of SEQ ID NO: 9, 

(10) position 323 in the nucleotide sequence of SEQ ID NO: 1 0, 
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(1!) position 612 in the nucleoi de sequence of SEQ ID NO; 11, 

(12) position 765 in the nucleoi de sequence of SEQ ID NO: 12, 

(13) position 571 in the nucleoi de sequence of SEQ ID NO: 13, 

(14) position 660 in the nucleoi de sequence of SEQ ID NO: 14, 

(15) position 223 in the nucko; de sequence of SEQ ID NO: 1 5, 

(16) position 247 in the nucleoi. de sequence of SEQ ID NO: 1 6, 

(17) position 163 in the nucleoi de sequence of SEQ ID NO: 17, 

(18) position 421 in the nucleoi de sequence of SEQ ID NO: 18, 

(19) position 178 in the nucleoi de sequence of SEQ ID NO: 19, 

(20) position 141 in the nwcleoi.de sequence of SEQ ID NO: 20 7 

(21) position 480 in the nwleoi de sequence of SEQ ID NO; 21, 

(22) position 481 in the nucleoi.de sequence of SEQ ID NO: 22, 

(23) position 13 1 in the nucleoLde sequence of SEQ ID NO: 23, 

(24) position 51 0 in the nucleoli de sequence of SEQ ID NO: 24, 

(25) position 248 in the nucleotide sequence of SEQ 10 NO: 2S, 

(26) position 92 in the nucleotiee sequence of SEQ ID NO; 26, 

(27) position 743 in the nucleotide sequence of SEQ ID NO: 27, and 

(28) position 552 in the nucleotide sequence of SEQ ID NO: 28. 

1 8. (Withdrawn) A kit for distinguishing between rice varieties, comprising the 
oligonucleotide of claim 17. 



19. (Withdrawn) The kit of claim 18, further comprising an alkaline aqueous solvent. 

20. (Withdrawn) A kit for distinguishing between rice varieties, comprising the primer of 
claim 16. 

2 1 . (Withdrawn) The kit of claim 20, further romprising an alkaline aqueous solvent. 
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22. (Previously presented) A method of cjistirguishing a test rice from one or more rice 
varieties, said method comprising: 

(a) determining in the genome of the lest rice, the nucleotide at one or more single 
nucleotide polymorphism (SNP) markers, or the nucleotide that composes a base 
pair with the nucleotide at the one or more SNP markers, or both; and 

(b) comparing the nucleotide at the one or more SNP markers or the nucleotide that 
composes a base pair with the nuc eotide at the one or more SNP markers in the 
genome of the test rice determined in step (a) with the nucleotide at the one or 
more SNP markers or the nucleotide that composes a base pair with the nucleotide 
at the one or more SNP markers in the genome of the one or more rice varieties, 

wherein the one or more rice varieties are selected from the group consisting of the rice 
varieties as set forth in Table 1 , and the o\ e or more SNP markers are selected from the 
group consisting of the SNP markers as s*:t forth in Table 1, 

23. (Previously presented) The method of Cluirn 22, wherein the test rice is of a variety 
selected from the group consisting of the rice varieties as set forth in Table 1 . 

24. (Previously presented) The method of Ch m 23, wherein the test rice is distinguished 
from all other rice varieties as set forth in fable 1, thereby identifying the variety of the 
test rice, 

25. (Previously presented) The method of CU m 24, wherein the variety of the test rice is 
identified as Koshihikari, Hitomebore or /Jutakomachi. 

26. (Previously presented) The method of Cla. m 24 ? wherein the variety of the test rice is 
identified as Koshihikari. 

27. (Currently amended) The method of claim 22, fimhSF - ooropriiung tho following stqps (a) 
to (0) wherein step (a) comprises the following su ps: 

(a){0 preparing DN A from the test rice, 
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(feftiil for each of the one or more SNP markers, amplifying a DNA comprising the 

nucleotide at the SNP marker, or tue nucleotide that composes a base pair with The 
nucleotide at the SNP marker, or loth, and 

(eXiii) determining the nucleotide sequence of the amplified DNA. 

28. (Currently amended) The method of claim 22 , fe nh e r comprising tho following atop s (a) 

te4& wherein step (a> comprises the following si ^ps: 
preparing DNA from the test rice, 
(b%U) digesting the prepared DNA into ti agments with a restriction enzyme, 
{^Uiil fractionating the digested DNA fragments by si2e, and 
(^£ivl comparing the size of the fractionated DNA fragments with a control 



29. (Currently amended) The method of claim 22, furth e r oomprising - fhe f o llowing stt j ps - (fr ) 
te4e } wherein step I'd) comprises the following steps : 

tMil preparing DNA from the test rice, 

(b)£ii) for each of the one or more SNP markers, amplifying a DNA comprising the 

nucleotide at the SNP marker, or tr e nucleotide that composes a base pair with the 
nucleotide at the SNP marker, or both, 

(e){i!i} digesting the prepared DNA into fragments with a restriction enzyme, 

(d)fM fractionating the digested DNA frgigments by size, and 

{e}{vj comparing the size of the fractiona.ed DNA fragments with a control. 

30. (Currently amended) The method of claim 22, furth e r comprising tho following steps (a) 

wherein step (a) comprises the following steps : 
(a)0) preparing DNA from the test rice, 

{fetfiil for each of the one or more SNP markers, amplifying a DNA comprising the 

nucleotide at the SNP marker, or tl e nucleotide that composes a base pair with The 
nucleotide at the SNP marker, or both, 
teXiii) denaturing the amplified DNA into single-stranded DNA, 
(d^izi fractionating the denatured single-tranded DNA on a non-denaturing gel, and 
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{e)(v) comparing the mobility of the fractionated single-stranded DMA on the gel with a 
control 

3 1 . (Currenily amended) The method of claim 22, further comprising tho following steps-fa) 

wherein step fa) comp rises the folio . ^ing sieps: 

fa){i) preparing DNA from the test rice, 

for each of the one or more SNP markers, synthesizing an oligonucleotide probe 
labeled with a reporter fluorescence dye and a quencher fluorescence dye, 
wherein the probe is complementary to a nucleotide sequence near the SNP 
marker, or is complementary to thi: reverse complement sequence of the 
nucleotide sequence near the SNP marker, 

teHiii} hybridizing the DNA prepared in uep (i) with the probe synthesized in step 

(d)Ov) amplifying a DNA comprising the nucleotide sequence near the SNP marker or its 

reverse complement sequence, or t>oth, 
feKv) detecting emission of reporter fluorescence, and 

(D{vi) comparing the emission of reports fluorescence detected in step fc>£v] with a 
control 

32. (Currently amended) The method of claim 22, furth e r comprising the following stops (a) 
te4h4 wherein step fa) comprises the folio >ving steps : 

fa)li) preparing DNA from the test rice t 

fe tfip for each of the one or more SNP n:arkers, synthesizing a probe comprising a 5* 
region and a 3' region, the V region complementary to a nucleotide sequence 
comprising the nucleotide at the SUP marker and a 5'-flanking sequence thereof, 
or the nucleotide that composes a i»ase pair with the nucleotide at the SNP marker 
and a 5 7 -flanking sequence thereof, and the 5' region comprising an unrelated 
sequence; 

teM til) synthesizing a probe that is complementary to a nucleotide sequence comprising 
the nucleotide at the SNP marker and a S'-flanking sequence thereof, or the 
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nucleotide that composes a base pair with the nucleotide ax the SNP marker and a 
3 '-flanking sequence thereof, 
fcBliy] hybridizing the probes synthesize, in steps and with the DNA 
prepared in step {a)£il 

(©Xvi digesting the hybridized DNA in ^\ep iMM with a single-stranded DNA cleaving 
enzyme, and dissociating a pan or the probe synthesized in step fbMii ), 

t£(vi) hybridizing the part of the probe d ssociated in step (e){V) with a probe for 
detection, 

(g)LyH)en2ymaiicalIy digesting the hybridized probe in step HMyi), and measuring 

fluorescence intensity thus generated, and 
fe Xviii) comparing the fluorescence intensity measured in step fgjfvii) with a 

control 



33. (Currently amended) The method of clai 1 22, further comprising th t> following stops (a) 
te-f ft wherein step (a) comprises the follow in g steps : 

(s&U preparing DNA from the test rice, 

(bXiil for each of the one or more SNP markers, amplifying a DNA comprising the 

nucleotide at the SNP marker, or tt«e nucleotide that composes a base pair with the 

nucleotide at the SNP marker* or b Jih, 
(eXUil denaturing the amplified DNA intc single-stranded DNAs, 
td)(iv} separating only one strand from tht? denatured single-stranded DNAs, 
feXv) performing an elongation reaction Tom a position near that of the SNP marker, 

wherein the reaction elongates one nucleotide at a time, then enzymatically. 

illuminating the generated pyrophosphate, and measuring the intensity of ihe 

illumination, and 

fftfvi) comparing the intensity measured in step fe if v) with a control. 

34. (Currently amended) The method of claim 22, furth e r comprising tho following stops (a) 
te4ft wherein step (a) comprises the folloy/ing steps : 

preparing DNA from the test rice, 
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{bftii} for each of the one or more SNP markers, amplifying a DNA comprising the 

nucleotide at the SNP marker, or l re nucleotide thai composes a base paiT wixh the 
nucleotide at the SNP marker, or l:oth, 

ifiHml synthesizing a primer complemeniary to a nucleotide sequence comprising a 
sequence covering up to a nucleotide adjacent to the nucleotide at the SNP 
marker, or the nucleotide that composes a base pair with the nucleotide at the SNP 
marker, 

(d)£iv) performing a single nucleotide ex; msion reaction in the presence of fluorescently 
labeled nucleotides, using the ONa amplified in step fb^ii) as a template, find the 
pnmer synthesized in step te¥iiil 

fejf v) measuring fluorescence polarizati* n» and 

tfXvi) comparing the fluorescence polarisation measured in step with a control. 

35. (Currently amended) The method of claim 22, farth e r comprising tho following sj e ps - fo) 
*e4ft wherein sjep (a) comprises the following su ps: 
{a)(i) preparing DNA from the test rice, 

(feXii) for each of the one or more SNP markers, amplifying a DNA comprising the 

nucleotide at the SNP marker, or tUe nucleotide that composes a base pair with the 
nucleotide at the SNP marker, or both, 

te&iiii synthesizing a primer complement try to a nucleotide sequence comprising a 
sequence covering up to the nucle<: tide adjacent to the nucleotide at the SNP 
marker, or to the nucleotide that composes a base pair with the nucleotide at the 
SNP marker, 

W>0vl performing a single nucleotide extirnsion reaction in the presence of fluorescemly 
labeled nucleotides, using the DN a amplified in step feXji) as a template, and the 
primer synthesized in step (eftm). 

{e){y) determining the nucleotide variety used in the reaction of step fdttiv) using a 
sequencer, and 

ifitdl comparing the nucleotide variety determined in step fe4(V) with a control. 
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36. (Currently amended) The method of clain 22, farther comprising the following stops (a) 
ie-te } wherein step (a) comprises the following stej)g : 

preparing DNA from the test rice, 
tfeHii} for each of the one or more SNP markers, amplifying a DNA comprising the 

nucleotide at the SNP marker, or lie nucleotide that composes a base pair with the 

nucleotide at the SNP marker, or both, 
(e^iiil measuring the molecular weight o/the ON A amplified in step fe)fip using a mass 

spectrometer, and 

{d)Uy) comparing the molecular weight r easured in step teMhi) with a control 

37. (Currently amended) The method of claim 22, farther comprising tho following sto pQ ( a) 
le4 ft wherein step (a) comprises the folio * vjnft steps ; 

(aXO preparing DNA from the test rice, 

(b)(ii) for each of the one or more SNP n arkers, amplifying a DNA comprising the 

nucleotide at the SNP marker, or the nucleotide that composes a base pair with the 
nucleotide at the SNP marker, or b:>th, 

^iml providing a substratum on which a nucleotide probe is immobilized, 

fdftivl contacting the DNA of step ffei(ii) with the substratum of step te Mni). 

fce)£y) detecting the strength of hybridi2aiion between the DNA and the nucleotide probe 
immobilized on the substratum, ani 

{fXvi) comparing the strength detected ir step toHy) with a control. 

38. (Currently amended) The method of claim 22, furthor comprising the following otaps (a) 
and-fbl wherein the penome of the rest ne t .- is obtained by : 

(a) disrupting a rice seed of the test ric e in an alkaline aqueous solvent, and 
fcb* extracting rice genomic DNA from the disrupted seed disrupted in step - (a ). 

39. (Previously presented) The method of claim 38, wherein the rice seed is polished. 
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40. (New) The method of claim 22, wherein ihe one or more SNP markers comprise position 
593ofSEQIDNO:l. 

41. (New) The method of claim 22, wherein ihe one or more SNP markers comprise position 
304ofSEQlDNO:2. 

42. (New) The method of claim 22, wherein ihe one or more SNP markers comprise position 
450ofSEQ ID NO:3. 

43 (New) The method of claim 22, wherein the one or more SNP markers comprise position 
377 of S£Q IP NO;4. 

44. (New) The method of claim 22, wherein ue one or more SNP markers comprise position 
!63ofSHQ!DNO:5. 

45. (New) The method of claim 22, wherein > ie one or more SNP markers comprise position 
624ofSEQIDNO:6. 

46. (New) The method of claim 22, wherein t te one or more SNP markers comprise position 
534ofSEQlDNO:7. 

47. (New) The method of claim 22, wherein i te one or more SNP markers comprise position 
358 ofSEQ!DNO:8. 

48. (New) The method of claim 22, wherein the one or more SNP markers comprise position . 
475ofSEQIDNO:9. 

49. (New) The method of claim 22, wherein the one or more SNP markers comprise position 
323ofS£QlDNO:10. 
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50. (New) The method of claim 22, wherein the one or more SNP markers comprise position 
6l2ofSEQ ID NO: 11. 

5 1 . (New) The method of claim 22, wherein ibe one or more SNP markers comprise position 
765ofSEQIDNO:12. 

52. (New) The method of claim 22, wherein the one or more SNP markers comprise position 
571 of SEQ ID NO: 13. 

53. (New) The method of claim 22, wherein s he one or more SNP markers comprise position 
660ofSEQIDNO:14. 

54. (New) The method of claim 22, wherein me one or more SNP markers comprise position 
223 of SEQ ID NO; 15. 

55 (New) The method of claim 22, wherein : le one or more SNP markers comprise position 
247 of SEQ ID NO: 16. 

56. (New) The method of claim 22, wherein t ie one or more SNP markers comprise position 
163ofSEQIDNO:l7. 

57. (New) The method of claim 22, wherein ue one or more SNP markers comprise position 
421 of SEQ ID NO: 18. 

58. (New) The method of claim 22, wherein tUe one or more SNP markers comprise position 
178 of SEQ ID NO: 19. 

59. (New) The method of claim 22, wherein the one or more SNP markers comprise ppsition 
141 of SEQ JDNO:20. 
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60. (New) The method of claim 22, wherein (be one or more SNP markers comprise position 
480ofSEQIDNO:21. 

61. (New) The method of claim 22, wherein ihe one or more SNP markers comprise position 
481ofS£QlDNO:22. 

62. (New) The method of claim 22, wherein ihe one or more SNP markers comprise position 
131 ofSEQIDNO:23. 

63. (New) The method of claim 22, wherein i ae one or more SNP markers comprise position 
5l0ofS£QlDNO:24. 

64. (New) The method of claim 22, wherein t ie one or more SNP markers comprise position 
248 ofSEQ IP NO:25. 

65. (New) The method of claim 22, wherein i te one or more SNP markers comprise position 
92 ofSEQ ID NO:26. 

66. (New) The method of claim 22, wherein the one or more SNP markers comprise position 
743ofSEQiDNO:27. 

67. (New) The method of claim 22, wherein the one or more SNP markers comprise position 
552 ofSEQ fDNO:28. 



PAGE 1 8/21 * RCVD AT 3/6/2008 5:01 :28 PM [Eastern Standard Time] * SVR:USPTO-EFXRF-6/18 * DNIS:2738300 * CSID:1978 341 01 36 * DURATION (mm-ss):06-22 



